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= Biotin-16-(5-aminoallyl)-ddUTP

Triethylammonium salt

T T

NU-253-BI016-S 25 pl (1 mM)
NU-253-BIO16-L 5 x 25 pl (1 mM)

Structural formula of Biotin-16-ddUTP

For general laboratory use.

Shipping: shipped on gel packs
Storage Conditions: store at -20 °C

Short term exposure (up to 1 week cumulative) to ambient
temperature possible.

Shelf Life: 12 months after date of delivery
Molecular Formula: C3,Hs,N;047P3S (free acid)
Molecular Weight: 931.78 g/mol (free acid)
Exact Mass: 931.24 g/mol (free acid)

CASH#: 188755-42-2 (Tetralithium salt), 748750-05-2 (free acid)

Purity: > 95 % (HPLC)

Form: filtered solution (30 kDa) in 10 mM Tris-HCL
Color: colorless to slightly yellow

Concentration: 1.0 mM - 1.1 mM

pH: 7.5 +0.5

Spectroscopic Properties: Amax 240/289 nm, £ 10.7/71 L mmol™ ¢cm™’

(Tris-HCL pH 7.5)

IFTA AG

Certified QMS and EMS according to
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Biotinyl-e-aminocaproyl-y-aminobutyryl-5-(3-aminoallyl)-2’,3'-dideoxyuridine-5'"-triphosphate,

Applications:

« Technique for nanoscale patterning of functional molecules on
the surface of a DNA origamil'l

« 3'-end labeling of oligonucleotides with Terminal Transferase,
recombinant and labeling DNA[23!

«  MALDI-TOF MS-based SNP typing assay!*!

- Biotinylation of in vitro transcribed tmRNA during surface plas-
mon resonance (SPR) techniquel®!

+ Use in the standard nick translation reaction for tumor DNA la-
belling during comparative genomic hybridization!®!
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